ABSTRACT We report here the genome sequences of two index strains of Pacific salmon paramyxovirus isolated in 1982 and 1983 from adult salmon in Oregon. The isolates are most closely related to Atlantic salmon paramyxovirus, the type species of the genus Aquaparamyxovirus, but are sufficiently distinct to be considered two genotypes of a novel species.
the two strains shared an 87.5% overall nucleotide identity with no gaps, but they were only 60.0% identical with ASPV (with 151 to 165 gaps in the alignments). The genome organization for both isolates was the same as for ASPV, with six genes in the order 3=-N-P-M-F-HN-L-5=. Within the P gene, an alternate open reading frame (ORF) encodes the putative C protein. The seven ORFs of the two strains had amino acid identities that ranged from 95.9% (P) to 99.3% (L), but these were only 33.2% (P) to 74.4% (L) identical to those of ASPV. Thus, the isolates appear to represent separate genotypes of a new virus species in the genus Aquaparamyxovirus.
Data availability. The complete genome sequences (and raw sequence reads) of the Trask River 1983 and Yaquina River 1982 isolates of Pacific salmon paramyxovirus have been deposited in GenBank under accession numbers MH900516 (SRA accession number SRX5329359) and MH900517 (SRA accession number SRX5329360), respectively.
